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(A) Tri-element of cellular bio-chain: approaches to identify and characterize tumor cells
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(B) SE-i*FISH® to enrich and comr hensively detect ic CTCs and DTCs

Subtraction Enrichment (SE)
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* Duration of experiment: ~1.5 hrs

i=FISH® to identify and characterize enriched tumor cells
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B Aneuploid chromosome and multi-biomarker expression in tumor cells and CECs
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Cytogenetic rearrangements of the ALK gene and multi-tumor biomarker expression
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